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102 <210> SEQ ID NO: 2 

103 <211> LENGTH: 410 

104 <212> TYPE: PRT 

105 <213> ORGANISM: Plasmodium falciparum 

106 <400> SEQUENCE: 2 
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160 <210> SEQ ID NO: 3 

161 <211> LENGTH: 409 

162 <212> TYPE: PRT 

163 <213> ORGANISM: Anacystis nidulans 
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